. Bar plot of the top 16 Gene Ontology terms, resulting from functional enrichment analysis of gene list comparison irradiated vs control samples of GSE55869 with BioInfoMiner, ranked according to the number of associated genes. Green color illustrates the down-regulation and red the up-regulation of a gene. As it is represented the vast majority of the genes are down-regulated. The cell-line which used in GSE55869 was H1299 non-small cell lung carcinoma.
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Unique MGI terms carbon-ion IR (GSE8993) Bystander
Irradiated peritoneal inflammation heart inflammation increased circulating tumor necrosis factor level perinatal lethality, incomplete penetrance decreased cytotoxic T cell cytolysis dystrophic muscle decreased double-positive T cell number decreased fibroblast cell migration increased circulating interleukin-17 level abnormal vascular development decreased T cell proliferation skeletal muscle fiber necrosis increased pre-B cell number abnormal liver development 
